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<210> 1 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: caveolin 
2 brnSng motif in which Xaa is any ammo acxd 

<220> 

<221> VARIANT 

<222> (2).. (5) ,^ A , r , Val LeU/ He, Asn, Met, 

<223> Xaa is any amino acxd Ala, Gly, Val, Leu , 
Cys, Ser, Thr, Gin, Asp, Glu, Lys, Arg, His, 

<220> 

<221> VARIANT ■ 

<222> (7). .(8) xl Asn M et, 

ia is any amino acid Ala^ Gly, Val^Leu^ ^ ^ ^ 

rs, 

<400> 1 

Trp Xaa Xaa Xaa Xaa Trp Xaa Xaa Trp 
1 5 



<223> Xaa 



Cys, Ser, Thr, Gin, Asp, Glu.Lys. His, or Pro 



<210> 2 
<211> 15 
<212> PRT 

<213> Artificial Sequence 

<llll Description of Art if icial Sequence = caveolin 

binding domain corresponding to ammo acids 619 to 
633 of HIV-1 



^u°Glu Gin lie Trp Asn Asn Met Thr Trp Met Gin Trp Asp Lys 



10 

1 



<210> 3 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



4- ■ r-i o> -f Artificial Sequence: caveolin 
<223> Description of ArtltlC ^ * \_ amino ac ids 662 to 
binding domain corresponding to ammo 

676 of HIV-2 

^Thr Pro Asp Trp Asn Asn Met Thr Trp Gin Glu Trp Glu Arg 

1 5 



<210> 4 
<211> 30 
<212> PRT 

<213> Artificial Sequence 



<220> ■ o-F Artificial Sequence: caveolin 

<223> SSSTSJJ co^Jspondln^to a„i„o acids 604 to 



<220> 

633 of~HIV-l 

^"ShJ Thr AT, Var Pro Trp Asa Ala S.r Trp Sar A.„ I** Sar L aa 

1 5 

Glu Gin He Trp Asn Asn Met Thr Trp Met Gin Trp Asp Lys 
20 zr> 



<210> 5 
<211> 26 
<212> PRT 

<213> Artificial Sequence 

~ sssrsis: rrr^ P oS i „nra:i„rr^%s 1 » 

676 of HIV-1 

c" 0> »rs Thr T„r val Pro Trp Pro Aa„ Asp Sar Laa T h r Pro Asp Trp 

1 5 

Asn Asn Met Thr Trp Met Gin Trp Asp Lys 
20 lb 



<210> 6 
<211> 26 
<212> PRT 

<213> Artificial Sequence 



JfooJ Description of Artificial Sequence: caveolin 

blndSa domain corresponding to amino adds 651 to 



binding domain con 
67 6 of HIV-2 



Thr Thr val Pro Trp Pro Asn Asp Ser Leu Thr Pro A=P Trp 

1 5 

Asn Asn Met Thr Trp Gin Glu Trp Glu Arg 
20 Z ^ 



<210> 7 
<211> 30 
<212> PRT 

<213> Artificial Sequence 



^ SSiTSLTn rrreipo^ro"Si n oToSf eo, ro 
676 of HIV-1 



CyT^r Thr Ma Val Pro Trp Asn Ma Ser Trp Ser Asn Lys Ser Leu 

Glu Gin lie Trp Asn Asn Met Thr Trp Gin Glu Trp Glu Arg 
20 zt> 



<210> 8 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Caveolin 
binding motif 



<400> 8 

Trp Asn Asn Met Thr Trp Met Glu Trp 
1 5 



<210> 9 
<211> 9 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Caveolin 
binding motif 

<400> 9 

Trp Asn Asn Met Thr Trp Gin Glu Trp 



1 



5 



<210> 10 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 



<2 ■ t-^r, of Artificial Sequence: C-20 peptide 

<223 > Daacrrptroa °^f n ^= 0 „ eol ? n £tom aml „o acids 82 

to 101 of caveolm-1 

<400> 10 ala c pr Phe Thr Thr Phe Thr Val Thr Lys Tyr 

Asp Gly He Trp Lys Ala Ser Phe inr ^ 15 

1 5 

Trp Phe Tyr Arg 
20 



<210> H 
<211> 17 
<212> PRT 

<213> Artificial Sequence 

<""> Description of Artificial Sequence: V^^Jf °. added at the 

St^inaf of "„ai or^s.,"^ - — —« of tr,aa 
added amino acids (Xaa) can be 40. 

<220> 

<221> VARIANT 

<222> (1) . v i LeU/ ne, Asn, Phe, Trp, Tyr, Met, 

< 223 > Sa/L-Vhr.-i-r^^i"^. 1 -,. ~ - 

<220> 

<221> VARIANT 

<222> (17) , L Ile Asn , Phe, Trp, Tyr, Met, 

/99 o. Xaa i s any amino acid Ala, Gly, val, i.eu, x , 

Cys, Ser, Thr, Gin, Asp, Glu, Lys, Arg, Hrs, or Pro 

Xaa^Glu Gin lie Trp Asn Asn Met Thr Trp Met Gin Trp Asp Lys 

C, 1U 
1 b 



Xaa 



<210> 12 
<211> 17 
<212> PRT 

<213> Artificial Sequence 

f 2 23> Description of Artificial Sequence: Variant of SEQ 

rn No 3 in which Xaa is any ammo acid, that can oe 
added" at the Vterminal or C-terminal of the sequenc 
of these added amino acids (Xaa) can be 40. 



nee. The maximum number 



<220> 

<221> VARIANT 
<222> (1) 
<223> Xaa 
Cys 



LH.LN 1 

is any amino acid Ma, Gly. VI. Leu lie Asn Phe, Trp, Tyr, Met, 
, Ser, Thr, Gin, Asp, Glu, Lys, Arg, His, or Pro 



<220> 

<221> VARIANT 

<222> (17) v , Leu ne, Asn, Phe, Trp, Tyr, Met, 

<223> ^/Lr^-rLr-^ys? l w His, « - 

xla^Thr Pro Asp Trp Asn Asn Met Thr Trp Gin Giu Trp Glu Ara 

5 1 u 
-L 

Xaa 



<210> 13 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223^ Description of Artificial Sequence: Variant of SEQ 



ID No. 2 

<220> 

<221> VARIANT 
<222> (5) 

<223> Xaa is Trp, Phe or Tyr. 

<220> 

<221> VARIANT 
<222> (10) 

<223> Xaa is Trp, Phe or Tyr. 

<220> 

<221> VARIANT 
<222> (13) 

<223> Xaa is Trp, Phe or Tyr. 



<400> 13 
Leu 
1 



Glu 3 Gln lie Xaa Asn Asn Met Thr Xaa Met Gin Xaa Asp Lys 



<210> 14 
<211> 15 
<212> PRT 

<213> Artificial Sequence 

f223> Description of Artificial Sequence: Variant of SEQ 
ID No. 3 

<220> 

<221> VARIANT 
<222> (5) 

<223> Xaa is Trp, Phe or Tyr. 
<220> 

<221> VARIANT 
<222> (10) 

<223> Xaa is Trp, Phe or Tyr. 

<220> 

<221> VARIANT 
<222> (13) 

<223> Xaa is Trp, Phe or Tyr. 



Leu°?hr 4 pro Asp Xaa Asn Asn Met Thr Xaa Gin Glu Xaa Glu Arg 
1 5 10 

<210> 15 
<211> 15 
<212> PRT 

<213> Artificial Sequence 

<220> ■ a. ■ ~-f nrHfirial Seauence: Variant of SEQ 

<223> Description of Artificial aequenuc 

ID No 2 

<220> 

<2 21> VARIANT 

till xli is Ala, Gly, Val, Leu, He Phe Trp Tyr Met, 
Cys, Ser, Thr, Gin, Glu, Asp, Lys, Arg, His or Pro 

Leu°Glu 5 Gln He Trp Asn Xaa Met Thr Trp Met Gin Trp Asp Lys 



<210> 16 



<211> 15 
<212> PRT 

<213> Artificial Sequence 

<220> ■ Hon of Artificial Sequence: Variant of SEQ 

<223> Description or Ariin^xa ^ 

ID No. 2 

<220> 

<221> VARIANT 

<222> (9) phe Trp , Tyr, Met, 

<223> Xaa is Ala, Gly, Val, Leu, lie, Phe P, 
Cys, Gin, Asp, Glu, Lys, Arg, His or Pro 

<400> 16 T p Met Gin Trp Asp Lys 

Leu Glu Gin He Trp Asn Asn Met Xaa Trp 15 

1 5 



<210> 17 
<211> 15 
<212> PRT 

<213> Artificial Sequence 

<220> • f . rtn of Artificial Sequence: Variant of SEQ 

<223> Description or Arinxtia ^ 

ID No. 3 



<220> 

<221> VARIANT 
<222> (7) 
< 

Cys 



222> (7) w i Tie Phe, Trp, Tyr, Met, 

^ 0> Th" P ro MP Trp *s„ Xaa Met Thr Trp Gin Gla Trp Olu «J 



5 10 
1 b 



<210> 18 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



<220> Artificial Sequence: Variant of SEQ 

<223> Description of Artiticiax 

ID No. 3 

<220> 

<221> VARIANT 

tlT> X,l 1. "a, 01, V,! "-/-'Pro" ^ ^ 

Cys, Gin, Asp, Glu, Lys, Arg, His or rr 



<400> 18 



L eu Thr Pro Asp Tr P Asn Asn Met Xaa Trp Gin Glu Trp Glu Arg 

tr 1U 



<210> 19 
<211> 45 
<212> DNA 

<213> Artificial Sequence 

<220> . ^ Tv^-hn fi r^-i ai Seauence: Nucleic acid 

<223> Description of Artificial bequeu 

of SEQ ID No- 2 
c^gagcaga tctggaacaa catgacctgg atgcagtggg acaag 

<210> 20 
<211> 45 
<212> DNA 

<213> Artificial Sequence 

<220> • zir^-i f icial Sequence: Nucleid Acid 

<223> Description of Artificial ot^u 

of SEQ ID No. 2 
ctggaacaga tttggaataa catgacctgg atggagtggg acaga 



<210> 21 
<211> 45 
<212> DNA 

<213> Artificial Sequence 

< 220> , n ,. ffHal seauence- Caveolin binding domain corresponding 

<223> Description of Artificial Sequence, 
to amino acids 619 to 633 of HIV 1 

ctggaacaga tttggaataa catgacctgg atgcagtggg acaaa 



